and 10 /.L in unit increments. All widths were equal to 1 /L (6 pels).
It was assumed that the angular orientation of each rectangle pair was a uniformly distributed random variable; the histogram shown in Fig. 3b chromosomes approach late metaphase (see Fig. 1 ). As this ratio was reduced the second moment about the mode (M2) increased because small pertubations in orientation, about a perpendicular to the direction of scan, produced larger variations in nun length.
Histograms ofthe spreads shown in Figure  1 are presented in Figure  4 . The simplicity of the model resulted in the following differences between the predicted and actual histograms: 1. The width of a chromatid was not constant; therefore in the histogram of a spread the second moment about the mode (M,) was larger than predicted.
BISHOP AND YOUNG
R0 to R in histogram H . Figure  1 is printed on their histograms (Fig. 4) pels. Figure  5 shows the HB histograms for the spreads in Figure  1 . . 7) . Sister chromatids of banded chromosomes in all phases have been observed to touch more frequently than sister chromatids of unbanded chromosomes. This is thought to be due to differences in biologic preparations.
The decision regions for classifying banded spreads are therefore different from those used to classify the unbanded spreads, as indicated in Figure  8 .
RE5ULTS
We evaluated the performance of the classifi- V0 was calculated to minimize:
i.e. , the mean square error between the desired and computed threshold. V0 was computed to be 200 my.
It is shown with the aid of Figure  10 how this algorithm can be used without modification to select a W type threshold for banded spreads. 
